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Nat Biotechnol 21(3): 315-8. 
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21) Ishihama, Y., Y. Oda, T. Tabata, T. Sato, T. Nagasu, J. Rappsilber and M. Mann (2005). 
"Exponentially modified protein abundance index (emPAI) for estimation of absolute protein amount 
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24) Kratchmarova, I., B. Blagoev, M. Haack-Sorensen, M. Kassem and M. Mann (2005). "Mechanism 
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440(7082): 303-7. 
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